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BACKGROUND FLUOROCHROME SELECTIONS

With the ongoing outbreak of the coronavirus disease COVID-19 in recent years, there has been increased Marker-Fluorochrome Combination (MFC)
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FULL PANEL ANALYSIS
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CONCLUSION

» This 40-color high-dimensional flow cytometry (HDFCM) panel (Complexity Index: 29.2) is currently to our knowledge the largest available, capable of
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Table 1: All markers used in the panel. Italics and bold font refer to the steps performed before cell surface
staining. Bold font refers to intracellular/intranuclear staining.
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Figure 1A. Representative Antibody Titrations. All reagents in this panel were titrated using cryopreserved PBMCs Blue BV510 BV785 markers across different T-cell subsets in human PBMCs. It also simultaneously evaluates the immunophenotyping and function of monocytes, B cells, and NK

Cryopreserved healthy donor PBMCs were sourced from BiolVT and performed in accordance with appropriate conditions. All titrations (except Zombie NIR as indicated in the plot) started with 5 pL/test in 2-fold écytosﬂm:om

. . : serial dilutions, ranging from 5 pL per test to 0.08 uL per test, and ended with an FMO control. Figure 1B.
with the human resources ethics committee.

_ _ _ o Representative comparison between SS and MC staining for each marker. Figure 1C. Two fluorochromes with a
Cryopreserved healthy donor PBMCs were stimulated with PMA & lonomycin, or CytoStim in the Similarity Index = 0.75 are plotted against each other. Plots are generated from unstimulated PBMCs (unless O e e

presence or the absence of transport inhibitors for the indicated time, if applicable. indicated otherwise in the plot) and gated on CD45* cells. The Similarity Index for each plot is indicated in the plot. I;:\PS%SG
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assessing a wide range of T-cell functional markers, including cytokines/chemokines, activation-induced markers, cytotoxicity markers, and proliferation
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cells in cryopreserved PBMCs.

This HDFCM panel was developed and optimized to detect every marker with optimal resolution and can be used as a foundation for investigating the cellular
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